Key indicators: single-crystal X-ray study; T = 223 K; mean (C-C) = 0.005 Å; R factor = 0.073; wR factor = 0.138; data-to-parameter ratio = 15.7.
In the title compound [systematic name: (3-chloro-2,6-dimethoxyphenyl)(ethoxyimino)methyl benzoate], C 18 H 18 ClNO 5 , the phenyl and chlorodimethoxyphenyl rings are linked by the ethoxyiminomethyl benzoate system such that they are almost perpendicular to each other with the dihedral angle between them being 85.72 (9) . In the crystal, C-HÁ Á ÁO and C-HÁ Á ÁCl hydrogen bonds between the phenyl and chlorodimethoxyphenyl rings generate R 2 2 (8) rings which link the molecules into zigzag chains along the b axis. Additional C-HÁ Á ÁO contacts, together with weak intermolecular C-HÁ Á Á interactions, further link the molecules into a three-dimensional network.
Related literature
For information on the toxicity of the title compound, see: Kim et al. (2007) . For a description of the Cambridge Structural Database, see: Allen (2002) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg1 and Cg2 are the centroids of the C1-C6 and the C13-C18 rings, respectively. Symmetry codes: (i) x; Ày þ 1 2 ; z À 1 2 ; (ii) Àx þ 1; y À 1 2 ; Àz þ 1 2 ; (iii) Àx; Ày þ 1; Àz; (iv) Àx; y þ 1 2 ; Àz þ 1 2 .
D-HÁ
Data collection: APEX2 (Bruker, 2006); cell refinement: SAINT (Bruker, 2006); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL and DIAMOND (Brandenburg, 1998) ; software used to prepare material for publication: SHELXTL. supplementary materials Acta Cryst. (2012) . E68, o3237 [doi:10.1107/S1600536812044248] Benzoximate Tae Ho Kim, Suk-Hee Moon, Jineun Kim and Ki-Min Park Comment Benzoximate (IUPAC name: (3-chloro-2,6-dimethoxyphenyl)(ethoxyimino)methyl benzoate) is an acaricide widely used in agriculture targeting ticks and mites (Kim et al., 2007) . However, until now its crystal structure has not been reported.
In the title compound ( Fig. 1) , the two aromatic rings are almost perpendicular to each other with the dihedral angle between them being 85.72 (9)°. Of the two methoxy methyl groups, one (C7) is almost perpendicular to the benzene ring plane [torsion angle C1-C6-O1-C7 = 84.0 (4) °] whereas the other (C8) is nearly parallel to it [torsion angle C3-C4-O2-C8 = 3.8 (5) °]. All the bond distances and bond angles within the molecule agree with values reported in the Cambridge Structural Database (Allen, 2002).
In the crystal, C17-H17···O1 and C18-H18···Cl1 hydrogen bonds generate R 2 2 (8) rings (Bernstein et al., 1995) . Additional C3-H3···O5 hydrogen bonds and C-H···π contacts, Table 1 , further link the molecules into a three dimensional network.
Experimental
The title compound was purchased from the Dr. Ehrenstorfer GmbH Company. X-ray quality single crystals were obtained by slow evaporation of a solution of the title compound in dichloromethane at room temperature.
Refinement
All H-atoms were positioned geometrically and refined using a riding model with d(C-H) = 0.94 Å, U iso = 1.2U eq (C) for aromatic. d(C-H) = 0.98 Å, U iso = 1.2U eq (C) for methylene, and d(C-H) = 0.97 Å, U iso = 1.5U eq (C) for methyl protons. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.31473 (12) 0.56710 (7) 0.07179 (7) C7-H7A···Cg1 iii 0.97 2.90 3.570 (4) 127 C10-H10A···Cg2 iv 0.98 3.01 3.740 (5) 132
Symmetry codes: (i) x, −y+1/2, z−1/2; (ii) −x+1, y−1/2, −z+1/2; (iii) −x, −y+1, −z; (iv) −x, y+1/2, −z+1/2.
